O0mecTBO ¢ OrpAHHYEHHOI OTBETCTBEHHOCTLIO
Hayuno — npoussojcreennas pupma «HMccnengosaTe1bcKai HeHTP»
Poccus, 630559, Hopocubupekas o61acte, HoBocnOupceknii paiion,
K ] p-n. Konnnoso, mpomsona, xopnye 200, opuc 426
IlouroBslii agpec: 630559, Hosocubupcekasn obaacts, p.u. Koabnoso, a/n 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — oTaen npoaax,
(383) 336-52-72 — Gyxrajrepusi

KauecTBeHHOE Y10CTOBEPEHHE

Ne 712 or 01 mronst 2020 .
BAJI Betom 3/5r;Nel;nop.#1
1. BuonaornyeckH akTHBHas ao6aBka: Betom 3.
2. @opma BhINYCKA: NOPOILIOK, AKET U3 TaMUHUPOBAHHOI OyMaru, Macca HETTO 5 T.
3. Homep cepun: 010320.
4, O0beM cepuH, mpeabsaBaAAeMoii Ha HenbiTaHus: 3000 T,
5. MecTo otbopa: LITID.
6. Hdarta orbopa: 19.05.2020.
7. Hara nocryniennsi B UJIBTK: 19.05.2020.
8. KosmuecTro noctynuBmmnx oopasuos: 50 makeToB X 5.
9. Kem oTo0pana npo6a: nadopaut O.B. Turosa.
10. M3pemenne ot: 19.05.2020.

Ne HanmMeHoBaHHe noKa3aTens Hopma no HT/J, Pe3yneTar HCIBITAHHH
n/m
1 Buewnuii Bua MenkonucnepcHslii nopomok 6enoro CooTBeTCTBYET
uBeTa
2 3anax, BKyc bes 3anaxa, cnagkoro Bkyca CoOoTBeTCTBYET
3 PactBopumMocTs, MUH PacTBopuma B BoJie, 1omycKaeTcs CootBeTcTByET

Hajnnyue ocazka Oenoro 1perta. Bpems
pactBopeHus — 10,0 Mmun

4 BonoponHslii noka3arenb 7,0+1,0 6,8
5 IToTeps B Macce npu

BBICYIIMBAHNH, %, He Goee 6,0 5.8
6 AHTaroHHCTHYECKas aKTUBHOCTS K

TECT-KY/IbTypaM (30Ha YTHETEHHA
pocra), MM, HE MeHee

Shigella sonnei - 32; 5,0 5,0
Salmonella typhimurium - 2606; 5,0 5,0
Staphylococcus aureus - 209; 8.0 8,0
Candida albicans - 620 6,0 10,0
7 [NopnuHHOCTB [Ipemapat D0oJKeH conepiKaThb
mraMMbl 6axTepuit Bacillus CooTBeTCTBYET
amyloliquefaciens BKITM B-10642
8 Mukpobuosornyeckas YMCTOTA,
HAJIHYHE;
Enterobacteriaceae; He momyckaercsa CooTtBeTcTBYET
Pseudomonas aeruginosa; He nonyckaetcs CooTBeTCTBYET
Staphylococcus aureus; He nomyckaercs CooTBeTCcTBYET
MOCTOPOHHMX MHKPOOPTaHU3MOB,
B T.4. rpuboB, THIC/T He BoJiee 300,0 CoOTBETCTBYET
/
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